Key indicators: single-crystal X-ray study; T = 292 K; mean (C-C) = 0.003 Å; R factor = 0.058; wR factor = 0.193; data-to-parameter ratio = 19.6.
In the title compound, C 27 H 32 N 2 O 4 , the piperidine and tetrahydropyridine rings adopt chair and half-chair conformations, respectively. The dihedral angle between the two phenyl rings is 32.9 (1)
. The molecular structure is stabilized by a strong intramolecular O-HÁ Á ÁO hydrogen bond, generating an S(6) motif. In the crystal, intermolecular C-HÁ Á ÁO interactions form a ribbon-like structure along the a axis.
Related literature
For the biological activity of piperidines, see: Aridoss et al. (2008 Aridoss et al. ( , 2010 . For related structures, see: Subha Nandhini et al. (2003) ; Aridoss et al. (2009a,b) ; Parkin et al. (2004) . For ring conformational analysis, see: Cremer & Pople (1975); Nardelli (1983) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Aridoss et al., 2008 (Aridoss et al., , 2010 . Recently, we have reported the crystal structures of few tetrahydropyridine derivatives (Aridoss et al., 2009a (Aridoss et al., , 2009b . As part of our ongoing studies on establishing the conformation of the compounds through X-ray studies, we herein report the crystal structure of the title compound.
In the present structure, the piperidine ring adopts a chair conformation and the tetrahydropyridine ring is in a half-chair conformation. The sum of the bond angles around atoms N1 (357.8 (9)°) and N2 (329.6 (6)°) indicate sp 2 and sp 3 hybridizations, respectively. The puckering parameters (Cremer & Pople, 1975) -chloroacetyl-3-carboxyethyl-2,6-diphenylpiperidin-4-one (1 equiv.) and anhydrous potassium carbonate (2 equiv.) in benzene was refluxed on an oil bath until its completion (Aridoss et al., 2010) . The crude product obtained after usual work-up upon purification by column chromatography followed by re-crystallization in ethanol yielded fine crystals.
Refinement
H atoms were positioned geometrically (O-H = 0.82 Å and C-H = 0.93-0.98 Å) and allowed to ride on their parent atoms, with 1.5U eq (C) for methyl H and 1.2U eq (C) for other H atoms.
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Figures Fig. 1 . The molecular structure of the title compound, showing displacement ellipsoids drawn at the 30% probability level. 
